gi|576100539|gb|CP005830.1 Borrelia anserina BA2
gi|770587662|gb|CP011060.1 Borrelia hermsii CC1
22 gi|607196778|gb|KF569936.1| Borrelia theileri strain KAT
66 gi|576102789|gb|CP004217.1 Borrelia miyamotoi FR64b
New World

gi|576093260|gb|CP005745.1 Borrelia coriaceae Co53

— gi|345295288|gb|JN402326.1| Uncultured Borrelia sp. clone AP174 (Penguin isolate)
— gi|187694756|gb|EU492387.1| Borrelia sp. I1A-1

- gi|119861577|gb|CP000049.1 Borrelia turicatae 91E135
— gi|576098524|gb|CP005851.1 Borrelia parkeri SLO
® Candidatus B. kalaharica

gi|45259468|dbj|AB105169.1| iBorrelia duttonii ? isolate:EM14

[e5]
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63 gi|19570414|dbj|AB057547.1| Borrelia duttonii? strain: TnB

gi|37805812|dbj|AB105132.1| Borrelia duttonii ? Tnh181
4219i|37805782|dbj|AB105117.1| Borrelia duttonii? isolate:Tnf18
gi|300086788|gb|GU357612.1 Borrelia hispanica strain Sp3
gi|37805808|dbj|AB105130.1| Borrelia duttonii isolate:Tnh16 O I d W Id
999i|201083369|gb|CP000976.1 Borrelia duttonii Ly or
gi|384934107|gb|CP003426.1 Borrelia crocidurae Achema
o4 gi|37805788|dbj|AB105120.1| Borrelia duttonii ? isolate:Tnf19
gi|201084691|gb|CP000993.1 Borrelia recurrentis A1
gi|342856386|gb|CP002933.1 Borrelia afzelii PKo
gi|6626249|gb|AE000783.1 Borrelia burgdorferi B31

100

gil672590398|gb|CP009117.1 Borrelia valaisiana Tom4006 Ly me Borreliosis group

57 l__ gi|51572834|gb|CP000013.1 Borrelia bavariensis PBi
99— qi|858732|gb|L42885.1 Borrelia garinii strain Ip90

0.02
Figure S1. Molecular Phylogenetic anaylsis of partial flagellin gene sequences by Maximum Likelihood method. The tree with the highest log likelihood (-1495.0423)
is shown. The percentage of trees in which the associated taxa clustered together is shown next to the branches. A discrete Gamma distribution was used to model
evolutionary rate differences among sites (4 categories (+G, parameter = 0.4953)). The rate variation model allowed for some sites to be evolutionarily invariable
([+1], 0.0000% sites). There were a total of 302 positions in the final dataset. Uncertain species designation are indicated with “?”. Scale bar: substitutions per site.



